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Primer/Probe 

mTCCR, sense, Taqman 
mTCCR, as, Taqman 
mTCCR, Taqman probe 

mRPL19, sense, Taqman 
mRPL19, as, Taqman 
mRPL19, Taqman probe 

mlL12Rb1, sense, Taqman 
mlL12Rb1, as, Taqman 
mlL12Rb1 .Taqman probe 



Sequence SEQ ID NO: 

TGGTCTCTCCTGGCAACAGC 5 

AGCCAAGCACACCAGAGACA 6 

CAGCTGGGTGCCTCCCACCAA 7 

ATC C G C AAG C CTGTG ACTGT 8 

TCGGGCCAGGGTG I I I I I 9 

TTCCCGGGCTCGTTGCCG 1 0 

TCGCGTCTCTGGGAAGCT 1 1 

TTTAAGCCAATGTATCCGAGACTG 1 2 

CGCCAGCGTCCTCCTCGTGG 1 3 



mlL12Rb2, sense, Taqman 
mlL12Rb2, as, Taqman 
mlL12Rb2, Taqman probe 



CAAGCATTTGCATCGCTATCA 

AATGCCTTTTGCCGGAAGT 

ACGAATTGAGAACGTGCCCACCGT 
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